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A. Personal Statement

My research is centered on the chemical modification of proteins, with a particular emphasis on the
development and application of chemical cross-linkers. Leveraging my extensive experience in mass
spectrometry, | am committed to advancing our understanding of the structures of proteins, protein complexes,
and drug-protein interactions.

B. Positions, Scientific Appointments and Honors

[2023 - 2026] PRIN 2022 grant

[2023 - 2026] PRIN 2022 PNRR grant

[2022 - 2024] Board Member and Treasurer of the Italian Society for Mass Spectrometry (IMaSS).

[2021 - 2023] Scientific Writer, Martin-Luther-Universitat Halle-Wittenberg.

[2019 - 2021] Individual Fellowships - Marie Sktodowska-Curie Actions

[2018] Scientific Consultant, Chiesi Pharmaceutics.

[2016 - 2019] Individual Humboldt Research Fellowship.

[Since 2014] Member of the Young Experts Group of the ECTN (European Chemistry Thematic Network) Label
Committee
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